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You are here : Home / Home URGI/ Species / Wheat

Wheat

Wheat
Sequence Repository

Tml E Projects

Data Mo one can be a statesman who is entirely ignorant of the problems of wheal
(Socrates, 470-398B8C).

- - - Tools
Triannot Pipeline Triannot Pipeline
Deletion Bins
H H Publicati IWGSC Survey Sequence Repository is available !
Deletion Bins ubletions [GSE Suriey Seauence Hepostiort

- - Botrytis .
Publication= - Why develop Wheat genomics?
Leptosphaeria
Today, agriculture is facing one of its greatest challenges since it began 10 000 years ago, that of producing an ample
L' k. Microbotryum supply of high quality food and feed for @ growing world population in a sustainable and environment friendly manner.
|n E - Bread wheat (Triticum aestivum L.) is the staple food for more than 35% of the people and is grown on over 95% of
Venturia the wheat growing area. Its sequence holds the key to genetic improvements that will allow growers to meet the
. . increasing demands for high guality food and feed produced in an environmentally sensitive, sustainable, and
Arabidopsis profitable manner. Further, because of its recent nistory, hexaploid wheatis a very good model 1o study polyploidy, a
oOryza driving evolutionary force for more than 90% of all plants
Populus The International Wheat Genome Sequencing Consortium (IWGSC), was established by a group of plant scientists,
breeders, and growers dedicated to sequencing the wheat genome to enhance our knowledge of the structure and
Maize function of the wheat genome. By gaining increased understanding of the biclogy of agronomically important traits
and deploying state-of-the-art molecular tools, plant scientists and breeders will be able to accelerate wheat
Medicago improvement to meet the challenges of the 21st century. The IWGSC is committed to ensuring that the sequence of

the wheat genome and the resulting DNA-based tools are available for all to use without restriction.

Pisum

The European Triticeae Genomics Initiative (ETGI) is a platform for the coordination and representation of Triticeae
Flax (Wheat, barley, rye) genomics research at the European level and serves as a link to the International research
community represented by the Intemnational Triticeae Mapping Initiative (ITMI). ETGI consists of European scientists
from public and private research institutes who are interested in developing complementary and coordinated
research projects on Triticeae genomics to pave the way for a better understanding of crop plant systems biology and,
thereby, enable substantial improvements of these essential crop species for the EU and world agriculture. ETGI
partners coordinate applications for national and European research and training projects to assistin strengthening
and structuring of the European Research Area (ERA). For three years beginning in 2007, ETGI networking activities
are supported by the COST action "Tritigen™ (FAOG04) .
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Wheat Portal

Sequencing, annotation and characterization of the bread wheat chromosome 3B
S\EQ 3B3eqis a flagship project funded by the AMR and France Agrimer for a duration of 3 years
3 \ Y (2010-2013). The website and data from the 3BSEQ project are ...

TriticeaeGenome

ﬁmmﬁnn . Improvement of Triticeae genomics

TriticeaeGenome project is a european EC 7th Framewaork Program (-Food, Agriculture and Fisheries)
project, where INRAURGI platform is in partnership. TriticeaeGenome goal is to improve the genomics of Triticeae
(wheat, barley). ltis a large collaborative international project coordinated ...

BreedWheat

Breeding for economically and environmentally sustainable wheat varieties: an integrated approach
Breed =  from genomics to selection.
//%’ wheat BREEEDWHEAT project is a long-term public-private research initiative coordinated by Catherine Feuillet
from INEA-GDEC. In total, 39 M€ is being invested over 9 years by 26 French partners, including ...

Wheat Initiative

Launch of the Wheat Initiative, 15 September 2011
The Wheat Initiative (International Research Initiative for Wheat Improvement) was officially launched on

the 15th of September 2011 (see ). The Wheat Initiative, proposed by research and funding
arganisations from several countries (see

; # INQA  http://urgi.versailles.inra.fr/Species/Wheat Michael Alaux 4
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free access dala
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registred access data

Sequence survey

Physical maps : 3B (99% and 82%
coverage) and 1BL

Annotations : 13 contigs of 3B

Deletion bins of 3B chromosome

Genetic maps

GTL

Markers

Genetic resources

EST

SNP
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2‘}}’\@ Wheat Portal

m Data summary (November 2011)

Sequence Repository

Projects Public data Total (public + registred) data

Tools Genetic maps 26 Genetic maps 26

Triannot Pipeline Physical maps : Physical maps .

Deletion Bins Reference sequence chromosomes| | Reference sequence chromosomes| |

Publications Survey sequence chromosomes 13 Survey sequence chromosomes 13

Links QL 324 arL 603
Markers 13023 Markers 21371
Accessions 2245 Accessions 2575
SNP 10813 SNP 134904
EST 544529 EST 603672

BTN\  http://urgi.versailles inra.fr/Species/Wheat Michael Alaux 6
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TriAnnot Pipeline

Quick search

40

&

o

Taxon card

L 1,

&

Physical map viewer

L 1,
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Annotation viewer
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dbVWFA
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?W e Click on @ chromosome to access
_~ f’ o S to the survey sequence
y chromosome arm assemblies for:

I » BLAST search
= Download

« Viewers (physical map,

E g é g é E annotations)
http://urqgi.versailles.inra.fr/Species/Wheat/Sequence-Repository
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More than 50% of the survey
e e sequence assemblies are available
s In the repository:

i
1
a

[ 1BS 1DL
2AS 2DL 2DS
3AL 3AS 3B 3DL 3DS
http://urqgi.versailles.inra.fr/Species/Wheat/Sequence-Repository
Michael Alaux 11

CUL

Ll

B s e 7 4AL 4AS 4DL 4DS
SAL 5AS
é g % é 6AL 6AS 6DL 6DS
/AL 7TAS 7BL 7/BS 7DL 7DS

E E E Last survey sequence assemblies
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Account creation process is detailed on the IWGSC website:
IWGSC Coordinating Committee members -> Download
IWGSC members and non-members -> BLAST
http://www.wheatgenome.org/Tools-and-Resources

Tools and Resources

The IWGSC is developing a variety of tools and resources that are available first to members of the coordinating
commitiee, second to general members of the consortium, and subsequently fo the entire scientific community. On
behalf of the IWGSC, a ceniral repository for access to physical map data and sequences has been established by
the URGI (France). Early, pre-publication access is provided to coordinating commitiee and individual scientists who
agree fo the data access stalement. While scientists who agree to abide by the data access agreement will be able to
BLAST the data in advance of publication, Coordinating Committee members and active members of their group will
also be permitted to download the data. Data will be made available to the public upon publication, upon deposition into
the public archives, or within one-year from the conclusion of the data generation. The IWGSC reserves the right to
publish the first global analyses including:

® Whole chromosome or whole genome level analyses on genes, gene families, repetitive sequences; and
® Comparative analyses with other organisms.

For Coordinating Committee members and their team members to gain full access, please sign-in to your IWGSC
account and then agree to the [WGSC Data Release Statement of Agreement. If you are not already a member of the
IWGSC, you may register by clicking the "register” link at the top of any page on the IWGSC website. If you are not
actively in a team or group of a Coordinating Committee or a staff member of a sponsor, please do not claim that you
are part of the group or team as this may delay your account validation.

For general members of the IWGSC and nonmembers, you can gain early access fo BLAST data by signing the
BLAST Access Agreement. If you are a general member of the IWGSC, please sign-in to your IWGSC account and
then agree fo the BLAST Access Agreement. Nonmembers may gain access by registering for an WGSC user
account and signing the BLAST Access Agreement

Once the appropriate access agreement has been signed and your access or website account has been validated, an
account will be established for you at the URGI to access the IWGSC repository and you will automatically receive an
email regarding "Your INRA URGI account”. If you already have a URGI account, this account will be upgraded to
permit you to access the IWGSC repository and you will receive a confirmation email.

If you have any questions regarding account access, please contact Kellye Eversole.

Michael Alaux 12
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ol Lounch : B Chromosomes -
B 38-ab-k71-contigs.falongerthan_200.f2.gz ool Launch : Blastn
Step 1: Data Source ()
qui est un fichier de type: Archive WinRAR 1BL 3B (99% coverage) 3B (82% coverage)
& partir de: http://urgiversailles.inra.fr BT o Landmark or Region
1A 2A e e e o T 5A B P ——— s Saarch
Data e o1 55
Step 2 Launch Options v - ScrolliZoom: Shew 373 2 kbp ip
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Tool Launch : BlastN ,

Step 1 : Data Source &

(@ Upload from file :

Parcourir...

Paste/Create your own sequence(s) or type in the sequence ID(s) :

e Repository

} International
heat Genome
Sequencing

ff Consortium
)

Step 2 : Launch Options

Views:

Parameter Sets: Default

HomologyView -

[[] Save my settings as a parameter set

You may continue to alter the
tool settings below, or you can

Step 3 : Tool Settings

®Database to search:

Currently Selected :

MNope plegse select database from below

=

1( WHEAT seguence survey databases (restricted to IWGSD
e

Step 4 : (Optional) Advanced Settings Expand All = Collapse All
Minimum Options
m
—

(@) Number of hits and alignments to show 50

(@) Number of best hits from a region to keep 100

earch Parameters

(@) Filter query sequence

(@) Penalty for a nucleotide mismatch -3

(@) Reward for a nucleotide match 1

(@ The E value 10.000000 ~

@) word size Default ~

® Perform gapped alignment

(@ Cost to open a gap Default ~

(@) Cost to extend a gap Default ~

@ Use lowercase filtering of query sequence [

[[] Al databases in group
chr 1BS

chr 2DL

chr 3AS

chr 3DS

chr 4DL v2

chr 5AS

chr 6DL

chr 7A5

Ooooooo@E@

chr 7DL

[Tl chr 1DL
[C] chr 208
[C] chr 3B

[C] chr 4aL
[C] chr 4Ds
[C] chr 6AL
[C] chr 8DS
[Tl chr 7BL
[C] chr 708

]
]
]
]
]
]
]
]

chr 2a5
chr 3AL
chr 3DL
chr 4AS w2
chr 5AL
chr 6AS
chr 7AL
chr 7BS

http://urgi.versailles.inra.fr/index.php/urgi/Species/\Wheat/Sequence-Repository

i
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Step 1 : Data Source @

® Upload from file : :‘;Users\MichaélAlaux\

) Paste/Create your own sequence(s) or type in the sequence ID(s) :

Step 2 : Launch Options

T HomologyView - You may continue to alter the
tool settings below, or you can
Parameter Sets: Default -

[7]5ave my settings as a parameter set

Step 3 : Tool Settings

®Database to search:

Currently Selected : chr 3B
E WHEAT sequence survey databases (restricted to IWGSC)

[ All databases in group
[7] chr 1B5 [T] chr 1DL [] chr 245
[ chr 20L [ chr 20S [ chr 3aL If you select all the chromosomes,
T chr 3A chr2) O chr3nt your sequence have to be small !
[] chr 3DS [C] chr 4AL [C] chr 4AS w2
[T] chr 4DL w2 [7] chr 4DS [] chr 5AL
[] chr 545 [] chr 8AL [7] chr 6AS
[T chr sDL [ chr 805 [] chr 7AL
[T] chr 745 [7] chr 7BL [] chr 7B5
[] chr 7DL [ chr 7D5

http://urgi.versailles.inra.fr/index.php/urgi/Species/\Wheat/Sequence-Repository
Michael Alaux 15
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To speed up your Blast
Step 4 : (Optional) Advanced Settings Expand All = collapse All

Minimum Cptions

=] Qutput Options

(@) Number of hits and alignments to show @

(@) Number of best hits from a region to keep 100

[l Search Parameters

(@) Filter query sequence

() Penalty for a nucleotide mismatch -3

(@) Reward for a nucleotide match 1

(@) The E value U DU -
(@) word size @ -

® Perform gapped alignment

(@) Cost to open a gap Default -

(@) Cost to extend a gap Default -

® Use lowercase filtering of query sequence [

M‘IN'\)A Michael Alaux
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s
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CompleteEntry

>IWGSC_chr3iB_ab k71 _contigs_longerthan 200:10567088 3505 62189
4936946+, ..., 988109+
Length = 3505

Score = 2012 bkits (1015), Expect = 0.0
Identities = 1022/1023 {99%), Gaps = 1,/1023 (0%)
Strand = Plus / Plus

Duery: 538 ttgttaccaaccgggactaaaggtggagctocagacagoggocgogtggagggoctttag 597
frrererrrreeeerrrrrrrrreeeerrrrrrrrrerrrrrrrrrr e et e
Sbijct: 565 ttgttaccaaccgggactaaaggbggagoctocagacagoggoccgogdbggagggoctttag 624

Duery: 538 tcoccoccggttctagaaccgggactaaagggtcggtattaaaggoccccctttagtoctggtt €57
frrererrrreeeerrrrrrrrreeeerrrrrrrrrerrrrrrrrrr e et e
Sbkijct: €25 tccococggttctagaaccgggactaaagggtocggtattaaaggocococococtttagbooctggtt 684

Duery: &58 cttgtacgaaccgggatctasaggccctotagaaccgggacaaatgagoctttttectact 717
freeeerrrreeeerr rrrrrreeeerrrrrrrrrerrrrrrrrrreeer e
Sbkijct: €85 cttgtacgaaccggga-ctaaaggoccctotagaaccgggacaaatgagoctttttoctact 743

Duery: TlE agtggtagctcocgtbogtacaactcaccctcatctagatgaatgtgtgoataagoaatect 777
frrererrrreeeerrrrrrrrreeeerrrrrrrrrerrrrrrrrrr e et e
Sbkijct: T44 agtggtagoctococgtbogtacaactcaccctcatctagatgaatgtgtgoataagoaatoct 803

http://urqgi.versailles.inra.fr/index.php/urgi/Species/Wheat/Sequence-Repository
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Blast_View

Select:

All, None Primary Search Query Database Hit Description Top Score E value Percentage Identity Match Length
B BLASTM:temp job1l 1 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10567088 2012 0.0 99 1023
B BLASTN:temp jobl 2 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10502352 569 le-160 91 437
B BLASTN:temp jobl 3 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10552080 531 1e-149 93 359
[ EE BLASTN:temp jobl 4 Synth12 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10575476 513 1e-143 93 342
B BLASTNM:temp jobl 5 Synth12 IWGSC_3B =>IWGSC_chr3B_ab_k71_contigs_longerthan_200:10670621 507 le-141 88 458
m B BLASTM:temp jobl &  Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10758230 494 1e-137 93 328
B BLASTN:temp jobl 7 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10447443 488 1le-135 92 341
B BLASTN:temp jobl & Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10620351 486 le-135 92 360
B BLASTM:temp jobl © Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10588181 486 1e-135 88 458
0 EL BLASTM:temp job1 10 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10422867 484 le-134 92 355
B BLASTM:temp job1 11 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10434795 480 1e-133 92 341
m B BLASTM:temp job1 17 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10562484 478 le-132 92 340

http://urgi.versailles.inra.fr/index.php/urgi/Species/\Wheat/Sequence-Repository
Michael Alaux 19
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Clic on Tool To download the result

~

: Query Expression: [BLASTN-JobName:temp_job1]

i ‘ Found 50 entries

s
Options: | Selected Entries ~ | View - | Results/Page « | Page 1/2 =

Primary Search Query Database Hit Description Top Score E value Percentage Identity Match Length

2 BLASTN:temp jobl 1 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10567088 2012 0.0 99 1023
B BLASTN:temp jobl 2 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10502352 569 le-160 91 437
i BLASTN:temp jobl 3 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10552080 531 le-149 93 359
2l BLASTN:temp jobl 4 Synth12 IWGSC_3B =>IWGSC_chr3B_ab_k71_contigs_longerthan_200:10575476 513 le-143 93 342
B BLASTN:temp jobl 5 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10670621 507 le-141 88 458
i BLASTN:temp jobl & Synthl2 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10758230 494 1e-137 93 328
2 BLASTN:temp jobl 7 Synth12 IWGSC_3B =>IWGSC_chr3B_ab_k71_contigs_longerthan_200:10447443 488 1le-135 92 341
BL BLASTN:temp jobl 8 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10620351 486 le-135 92 360
i BLASTN:temp jobl 9 Synthl2 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10588181 486 le-135 88 458
2l BLASTM:temp jobl 10 Synth12 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10422867 484 le-134 92 355
5L BLASTM:temp jobl 11 Synthl2 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10434795 480 le-133 92 341
i BLASTM:temp jobl 12 Synthl2 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:105562484 478 le-132 92 340

http://urgi.versailles.inra.fr/index.php/urgi/Species/\Wheat/Sequence-Repository
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International
heat Genome

<< _
£ Gl survey Sequence Repository  #55

Analysis Tools
T
Go to Tools Page 7 Query Expression: [BLASTN-JobName:temp_job1]
L0 to Tools Fage
or Launch specific Tool: (;
Consambighl = 5
- 53 vI View = | Results/Page v| Page 1/2 =
Sequence
C!')Addt My Mudeotid ry Search Query Database Hit Description Top Score E value Percentage Identity
o My Nucleotide
Sequences Lmp jobl 1 Synth12 IWGSC_38 >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10567088 2012 0.0 09
Save/Export
ML or Text format B3 omp_jobl 2 Synthi2z IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10502352 5659 le-160 91
Microsoft Exce ] .
smp _jobl 3 Synth12 IWGSC_2B =IWGSC_chr2B_ab_k71_contigs_longerthan_200:10552080 5321 le-149 93
Acrobat PDF
Link to Related Information tmp jobl 4 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10575476 513 1e-143 93
Link to...
= e smp _jobl 5 Synth12z IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10670621 507 1e-141 88
erm Highlighting
Switch Off >mp jobl & Synthl2 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10758230 494 1e-137 93
5L BLASTN:temp jobl 7 Synth12 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10447443 488 le-135 92
B BLASTN:temp jobl 8 Synthl2 IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10620351 480 le-135 92
B BLASTN:temp jobl 9 Synth12z IWGSC_3B >IWGSC_chr3B_ab_k71_contigs_longerthan_200:10588181 486 1e-135 88
B BLASTN:temp jobl 10 Synth12 IWGSC 3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10422867 484 le-134 92
B BLASTN:temp jobl 11 Synthl2 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10434795 480 1e-133 92
B BLASTN:temp jobl 12 Synthil2 IWGSC_3B =IWGSC_chr3B_ab_k71_contigs_longerthan_200:10562484 478 le-132 92
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Q.;\ . U heat Genome
LVLJRG' Survey Sequence Repository P

Saving 50 entries from the query:

[BLASTMN-JobMame:temp_job1]

Save COptions:

@ ASCII text/table

Save with view: (CompleteEntry  ~

Field Separator: 't = Record Separator: 'n =

Generic XML format

Using the loader: Blastv -

) application/octet-stream

Mime Type: @ text/plain

other:

[ Save ] [ Close ]
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} International

heat Genome
A Sequencing
fb Consortium

ZVLJRG Survey Sequence Repository

Landmark or Region
=3 Search

Data Source

1BL 3B (99% coverage) 3B (82% coverage)

1BL 3B (99% coverage) 3B (82% coverage)

Landmark or Region:

ctgh Search |
Data Source
ScrolliZoom: <<€ 2122 CFlip

Wheat physical map viewer v3.0 E|
= Overview
e . . .

ok 100k 200k 300k

= Details

Ok 100k 200k 300k
EEH Contig
ctgh
HE H belongs to the Bin
3656-0.75-0.57
BB B Markers

Ta#532672555-30 Ta#S2a029107-36
.3<Lumc430—38 }gpw??S?—SB
EHE B BACs
TaaCzp3BFhA_0101L21
TaaCz=p3EFhA_0101120

TaaCsp3BFhA_0051LOS TaaCsp3BFhA_01dd012 TaaCsp3EFhA_O163M03
TaaCspIBFhA_O0G7EL4 TaalapaBFhA_0242623 s
TaaCspIBFh_0070F1L i TaaCspIBFhA_0270f14

" TaaCsp3EFhA_0037KL TaaCsp3BFhA_0345PL3
TaaCsp3BFhA_0023A1d -

TaaCsp3BFhA_0l33P15

http /lurgi.versailles.inra.fr/index.php/urqgi/Species/\Wheat/Sequence-Repository
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ZLJRGl Wheat physical map viewer

4

1 1 1 1 1 1 1 1 1 [l 1 1 1 1 1 1 1 1 1 [l
Ok 100k 200k
A H Contig
ctegh
@ A belongs to the Bin
3B35-0.75-0.57

A E Markers

Contig

Ta#5332672833-36
L ]

Aumcd30-356

L ]

AH BACs
TaaCsp3EFhA_0101L21

[ TaalCzp3EFhA_0L101.120

Taalsp3EFhA_0051L08 TaaCsp3BFh_0144012 TaaCsp3BFhA_0163M03
TaaCspIBFhA_0067B14 TaaCsp3BFhA_0242623 .
TaaCsp3BFhA_0070FL1 |  TaaCsp3BFhA_
' TaaCsp3BFhA_0037K10 TaaCsp3BFhA_0343PL3
TaaCsp3BFhA_00Z3A14 a Taals
' TaaCsp3BFhA_00d0122  TaaCsp3
TaaCsp3EFhA_O07OHL2  TaaCsp3BFhA_O011E03 1
TaaCsp3BFhA_0Z74 116 ' TaaCsp3BFhA_00G4KZ3
TaaCsp3BFhA_0117H21 TaaCsp3BFHA_O0E0I14 TaaCzp3BFhA_0254601

TaaCzp3BFhA_0343F21 TaaCzp3BFhA_0342001 TaaCsp3BFhA_DSEETHO]
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Z2RGl  Wheat physical map viewer

Deletion Bins

1 1 1 1 1 1 L L 1 |
Ok 100k

E “ Eﬂ"tm 3B chromosome.
ck on a bin to display the contigs list
in the physical map browser

cteh

#l A belongs to the Bin
3B38-0.75-0.57

# | Markers
k Ta#S3267263
[ ]
iz 3036
[ ]
AH BACs
TaaCzp3EFha_o1o] Source: FPC

TaaCzp3BFha_0ff Reference: cigb

- . ; .
saCzp3f |Link to Deletion Bins Image
TaaEspS

%aaEspSEFhH_ﬁﬂ?ﬂFii
ITaaEspSEFhH_GGS?HlG

Deletion bin

—+—
3B53-0.87-1.00

3BS8-0.78-0.87
3BS7-0.75-0.78

3BS9-0.57-0.75
3BS2-0.56-0.57
3B54-0.55-0.56

3BS1-0.33-0.55

3BS5-0.07-0.33

C-3BS5-0.07
C-3BL2-0.22

3BL2-0.22-0.28

3BL8-0.28-031 [ . .
3BL1-0.31-0.38 |_LrlE3Mo3

3BL9-0.38-0.50

38110-0.50-0.63 pCEp3BFhA_

ITaaEapSEFhH_GGESHid TaalCs
iTaaE&pSBFhH_GGdGIEE B SRS _T'aat'a_;ﬁ
TaaCspIBFhA_0079H12 TaaCsp3BFhA_0011
TaaCspIBFhA_0274116 ' TaaCsp3BFhA_00S4K23
TaaCsp3BFhA_0117N21 TaaCsp3BFRA_O080T14 TaaCspaEFhA_0294G01

TaaCsp3BFhA_0343F21 TaaCsp3BFhA_0342C01

TaaCzp3BFhA_0Sa 7 HOI
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Z2RGl  Wheat physical map viewer

(

ok 1k
7 E Contig
cteb

|
200k,

A | belongs to the Bin
JB58-0.75-0.87

A E Markers

Ta#S326725335-36
L ]

aumcd 30-36
[ ]

ABA BACs
TaaCzp3BFhA_0101L21

BACs " TaaCspIBFhA_010120

TaaCzp3BFhA_01a3M03

b
ITaaEEpSEFhF!_ﬂ'C'EiLC'E E\‘\ TaaCsp3BFhA_o144012
7

TaaCspaEFhA_0057614 x|
TaaCapaBFhA_0070F11 TangpZiEFhA_MM L21_I
T aaCspaBFhA_0037KIO Position: 1..260401
TaaCspaBFhA_oozarte | Sourcel FPC
! TaaCsp3BFhA_0040122 Reference: cigh R,
TaaCsp3BFha_oo7antz | £00mM 0 This featuy 11F
TasCspapFha_ozrerts | Detailed Report m
TaaCspIBFhA_DL17NZ] TS RO T
" TaaCsp3BFhA_0345F21 .  TaaCsp3BFhA_0342

Name:
Class:
Type:
Description:
Source:
Position:
Length:
Contig_hit:

TaaCsp3BFhA_0101L21
BAC
BAC

FPC
Ctg6:1.260401
260401

IIGII

Marker_hit: La#532672838-38 0 0

Name:

TaaCsp3BFhA_0101L21 [

=

Ll

T
0

=
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Z\RG

Wheat physical map viewer

Marker details

Marker nam

Taxon : | Trticum aestivum G n p Map
Marker type :
Marker origin - | amplicon

Target - | WMC

| Origin laboratory - | [TCF

Rafarance
Hhzat
36 Consensus Fab0d

[

3B
[372]

CIRIER

FhA_0101J20 TaaCsp3BFhA_0117N21
12 TaaCsp3BFhA_0121H12

D8 TaaCsp3BFhA_0037K10

11 TaaCsp3BFhA_0040122

16 TaaCsp3BFhA_0079H12

11 TaaCsp3BFhA_0023A14)

Mapped loci " /
Mapped loci: 4 = -
*

Locus name Taxon ‘ Distance ne)

Yinrne A0 EO [ Tol ficty i nllhanfid 07434 Tritirym naotin i = 1 5 3201
Feature Name Feature Tvpe  Species Map Set Map Name Po
WMC430 SSR Wheat Framework Feb07 5B 154 iy [ View on Map ] [ Feature Details |
Hwmecd 30 SSR Wheat Curated Con Somers C 3B IEF 0, ¥w... [View on Map ][ Feature Details ]
Hwmed30 S5R Wheat Curated Con Somers C 5B 154 0, ¥w___ [ View on Map ][ Feature Details ]
Hwmed 30 SSR Wheat Curated RL4452*AC Domain SO 05 5B 163 0, X¥w... [View on Map ][ Feature Details ]
Kwmcd30 S5SR Wheat RLA452*AC Domain SO 056/08 5B 163 E% 0, ¥w___ [ View on Map ][ Feature Details ]
Hwmed30 SSR Wheat Somers Consensus April 04 3B 3 30 [ View on Map ] [ Feature Details ]
Awmcd 30 SSR Wheat Somers Consensus April 04 5B 154 p— 0 [ View on Map ] [ Feature Details ]
Hwmed30 SSR Wheat Somers Grain Genes Consensus Map 3B 3.00 eMwmc0430, wmed30, WMC430 ANgm.... [ View on Map ][ Feature Details ]
Fwmed 30 SSR Wheat Somers Grain Genes Consensus Map 5B 15400 cMwmec0430, wmed 30, WMC430 Xwi,.. [ View on Map ] [ Feature Details ]
wmec4 30 S5R Wheat 3B Consensus Feb09 3B 20.92 cM [ View on Map ] [ Feature Details |
wmecd 30 SSR Wheat 5B Consensus August 2010 5B 140.56 cM [ View on Map ] [ Feature Details ]

T

| TOTUWW ST WVTITSOL O T T

%IN'\)A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat FPC pub/

Michael Alaux

27


http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat_FPC_pub/
http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat_FPC_pub/
http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat_FPC_pub/

ELJRG' Survey Sequence Repository

International
heat Genome
Sequencing

% Consortium
L) (5

ctg0005b.1 c¢ctg0011b.1 ctg0079b.1 ctg0091b.1 ctg0382b.1 ctg0464b.1 ctg0528b.1 ctg0616b.1 ctg0661b.1 ctg0954b.1 ctg1030b.1 ctg1035b.1 TaaCsp3BFhA_0100L17.1
Landmark or Region:
ctg0954b.1:1..1000000 Search
Data Source
— ScrolliZoom: << < Show 1 Mbp 222 CFlip
Wheat annotation viewer v1.3 E|
= Overview
Ltg0954b ol
4 4
off 1t 2h H
= Details
+ + + + + f + t +
on 0.1M 0.2M 0.3M 0.dM 0.6M 0.6M o.M 0.8M 0.9M n
B E A Contig
ctg8hd
B E BmRNA
e cnem o B ome s ey e . [ oo
“a B —
BEEBRISBP
cFpS0oL cFpa003cfpanod cfpo0os cFpalal [ s cfpa0ll cfpSi0l cfpS099 cfpaole cfpa01s cFpao20  cfp9o2d cfpfl3dcfpdli3s  ofpbo2?  cfp9ozs
[ - = - - P = = - [ . B = [ = = -
cFpS002 cFpo00s  cfpSld? cfp5ldd cfpaol2 cFpS013 cfpd0ld cfpSloo cfpbl3z cfpold? cFpooZl  cfpS023 cfpBi2d cfpS0Ze
- [ - e [ [ - p [ = [ 24 s s
cfp5152 cfpGo0a cfpSiod cfpS015 cfpS107 cfp5ld4a cfp5135
[ [ [t [ e [ 2
cFpS146 cfpaloz cFpS131 cfpglda cFpS02s
= - s - =
Cfpaoo? cFpS103 cfpalod cfpaole
= - = 28
cfp5is0 cfpS105 cfp5iog
e e =
cfpaldd cfp3nos cfpgol?
= = =
cFpIm0g cfpa097
= =
cfFp5098
it
BEBSTS
*ztzd9-38 Hstah0-3B HX3t=bh-3B
' ' '
wstst6-36
1
B & H Repeats (Repeats Unit or Repeat Regions)
rph7_rep_0001 rph7_rep_0018rph7_rep_0033 rph?_rep_005drph?_rep_0065 rph7_rep_0101 rph7 _rep_0133rph7_rep_01d6 ctg095d_repeat_unit00o03 rph7_rep_0188 rph7_rep_0198 rph7_rep
= ' = [ a 1 1 [ [ 1 ] =
rph7 _rep_ 0002 rph?_rep_0017 rph7_rep_0035  rph?_rep_0085 rph7_rep_0070  rph?_rep_01015rph? _rep_ 0135 rph7_rep_0147 rph?_rep_0171rph7_rep_0184 rph7_rep_01903 rph?_rep_0205
= ' = 3 a u ] = e ' ' '
roph7 _rep_0003rph7?_rep_00Z5rph? _rep_0037  rph?_rep_ 0057 rph7_rep_0073  rph7_rep_0102 rph7_rep 0136 rph7_rep_0150  rph?7_rep_0172 rph7_rep_0186 rph7_rep_0194 rph7_rep_02
= a3 & ' ' [ [ ' ' ' [ 3
rph?_rep_000drph?_rep_0027 rph7_rep_00dl  rph7_rep_0080 rph? _rep_0089rph7_rep_010d rph7_rep_0137  rph7_rep_0151  rph?_rep_0173 rph?_rep_0187 rph?_rep_0183 rph?_rep_0:
1 = - 1 1 ] = 1 a e 1 ]
rph7_rep 0005 rph7_rep_0028 rph7_rep_0046 rph7_rep 0062 rphi_rep_0094 rph?_tep_0117rph? _rep_ 0142 rph? _trep_0155 rph7_rep_0176 rph7_rep_0189  rph?_rep_0203 rph7_r
' o = ' ' a = u u ' (o] =
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Wheat annotation viewer

A H Conti
ctga5d

A H BAC

J6_0d2 ]
{—
36_079)
{—

AHE mRHN

Contig
BAC

3 I15BP

AHE S5R

A STS

il H Repe

AHE SNP

Name:
Class:

Type:

3B_042_G05
BAC:EMBL

BAC

Description:

Source:
Position:
Length:
dbxref:

»3B 042 GO5 class=BAC:

CACRRTGIGC
CARRTATCRL
RARTCGECCCR
ACTCRCATCR
GITCRAGTTAR
GIGITTATTG
ACRGGGRAAGH
TRARARCACCALD
GACCACTIGGT
GCARGATCALR
CCRAGCRAGRLL
CITITATALT
RCGATATCTIR
GFERACTACLRC
CTTTCCARCT
ATCRATACCT
CIICTICARACGE
TAGCCGATICT
BRARCRACGCH
CCRRCATTRC
CCRRCTCARACL

EMBL

ctg0954b.1:1486832..1649927 (+ strand)

163096

GFF_source:EMBL

LLTROQOOAG
CCRATGCRCR
TRATTRACAG
GTTRRCATRAR
TAGTTTAGGT
CATTTACTARR
ARLLORACTGRL
GRARRRRGRAC
CTATGRACTC
CARCTGCIGE
CGTATCAGRR
TGCRARRTRRR
TCTTTRRRRR
TTTCTITGARRR
CACATATATT
GERGGEAGGRAC
TCCTICCCCG
GGRARRRCARARR
TCCRGAGACT
AGRCTATCGLR
RCRAGCAGCH

EMEL position=ctg0954b.1:1486E832

CTTCRCTARLL
TACTTITIATIT
GGATAGGTAT
TTRACAGRATT
GCTCTARATTT
ARRRRCATART
TARGRATAGCH
ARRGGETTITIGR
ACCRAGAGGAT
GACRACCAGIG
TARRRTALGC
AGRRGRATLRT
TCTRAGGEIGRC
GGEATAGGRARLD
CTTTCCACGGE
ACGGEGECTCGC
TCCCTGGARAC
GIGATGGITA
ARTTCCACIG
ACRRGGERAGCLR
ACRAGRGEGRC

CTACTIGGICT
LCCRAGGCAGLR
RACCRARDCH
TCAGRATARRACH
AGTTRARRRCT
ACRBRTGCCAT
GGCARTGTAG
ATGICARAATL
TAATTTIGIT
RRORTCCIATLR
RATGTATCCLR
GIGATGACGR
AGCRGCARTC
GGEGGRCCTICC
CRRCTGGRACR
TTGRAATGGGR
TCGTCGCAGT
BATCTTICGGC
TCAGRATTIGR
RATRRAGRAGCC
CRRORCATCG

TCTTCRCCRC
GAGRTAGCIC
AGTTCATTIG
TEETTACTGC
GCRAGCATATR
TTACTGARGT
GACATRRAGHE
TATTCCCARAG
CGGGEICACTIC
LLGRGRCADD
GCTTRCAGTIR
TGECAGCTAAT
ATRCATCACHR
ATTTCCRATR
ACTTGGRACHE
TTTCGRACTTG
TTCTGATTGC
ARTTCACATAR
TRRTTCGCCC
TATTRCGRAAT
CCCRAGGECCCC

.. 16439327
ARGTCTACAT
ARRRCAGRLC
TCTTCCAAGT
AGRRAGTCRG
ACRRATTCRG
TGTGTGTALD
ATTCGACCAG
ARGCTATTAL
CCRAAGTTIGC
TGATTRAAGTIG
CCICTTIGCCR
CTITATATAGLR
TACATRATGGE
TTCCTGCCAT
ARRGRAGTGGE
CTTGETGGCR
CGACTCGAGC
ATTCAGIGAT
CATGGGAACH
CGCITIGGAG
GATTAGATIC

[+ =trand)

CGCCRCRAGRR
ATRTATALTT
ATRARACRTC
TTRRCATATT
TTRRGTARTC
CATGRCTARG
CCTCTARCACR
GACRAGGAGR
TCATAGCATC
LOLTROATTGLR
GATTRRRATR
RLCCTATCRC
GRATRRGACR
CRRRRECTAT
AGRCGATGGC
CTGTITCTCCC
AGRATCCITA
ATLRCRALOAN
CATGGAGCAG
ALGCTRACLRD
TCRATTCRCC

ACRRTRAGCRG
TERARRTRALAGE
ARLGTGECACRL
CTGECGCACRT
CGRATAGCTT
CTTGRCAGRET
TCRAGCACCTIG
TAGTRARATGT
CCTCATACALR
AGATRACLRTC
GAAGTGITIGR
CTRACTGGCGC
TGETTATIGE
TGRACTCGRAT
AGGRATCAGSE
AGTATAGGAT
TCGAGTAGGE
ACTGACTAGR
CCRRATTTCR
TTCATCCAGC
CARCRCRACLG

A -

[

C
A
C
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< RG Wheat annotation viewer

1 1 1 | 1
1570k

1590k 16
A HA Contig
ctgahd
AHE BAC
JB_0d2_G05
3B_079_K17
MRNA JE mRNA
M ISBP
cFp5040 k cFpE0as
S TAA_ctg0954b.00230.1
» 1570987 .
Positions 1574955
AME STS Length 3969
Gene Name hga?
I Repeats (Repeats Unit g glycosyltransferase
rph7_rep_032l Function HGA-like putative
ex

@A SHP allele tower (Gnp S|

i

— =&

Mote 1
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best blast hitin
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distachyon:
Bradi2g01420 1
59% identity 100%

Eara LW e iy o

Michael Alaux
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Name: TAA_ctg0954b.00230.1
Class: mRNA:EMBL
Type: mRNA

Description: best blast hit in Brachypodium distachyon: Bradi2g01420.1 59% identity 100% coverage;

Wheat annotation viewer

cfpaidl-cfpaoog
=

IN-\)A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat3B _RPH7 pub/

Michael Alaux

- X cf
57% identity 96% coverage = HF
Source: EMBL
Position: ctg0954b 1:1570987_.1574955 (- strand)
Length: 3969
Note: best blast hit in Brachypodium distachyon: Bradi2g01420.1 59% identity 100% coverage
best blast hit in Oryza sativa IRGSP: Os01g0119000 57% identity 96% coverage o
best blast hit in Oryza sativa TIGR: 0s01g02930.1 57% identity 96% coverage
dbxref: GFF_source:EMBL
genbanklD: [Bradi2g01420.1
0801 0119000 S>TAL ctg0954b.00230.1 class=mRNA:EMBL position=ctg(9%54b.1:15708987..1574955 (- strand)
Q ATGGTCAGCG TCGACGCGAR GCAGGCGGCG CCGGCGGCGGE GGGGGAAGGE GCTGATGCTG GGGAGCTGGGE CGCAGAGGCR
05019029301 CCTCAACCTG TGCITCGTCG CCGGCTITCCT CCTCGTGCTC CTCACCTACC TCGTCGICTC CCAGCAGTTC GCCGTCACCT
ene: hgaz CCCCCGICGE TACGTACTAG TACGCGGITG RATCGATCAC CCARAACRRATC TACACTCTCC TCCCTCCCIC CCTCACTCGC
g = X i CGCCGCGCAC CGCTCATTCAR GTCACTGITG ATCTGCAGCT GTCCCCACGR CGACGACGCR CAGGAAGCAT CAGGCAGTICR
product: alycosyitransferase HGA-like putative expressed BAGTCCCCCGE CGCCGGCGAA GCAGGTGAGC ACCCATCGCC ATCCCCTGCC CTGCAATTCT CTGTCCAATT TCAACTACTC
. . TTCGACTTCGE TTCGITCCAT CGARCATTIGAT GCCGCACTAC CCCGCCGETICC GCCCGGEGECCC GGCGCCGGCE TGETGRARLG
Parts' Type exon LARGRARAAG RARCRCAATTA AGTCRAACCTG TTATTTGGAZ GCAGTGAGGC GTIGCCICICT GACTCTGACT CATCGRATCR
Description: TGACTRARATT GACTAGGAGT AGGATTAACG CARAGGGGATC GAGGAGGAGR GGGGAAGGCGE GAGGCCARAT CAGCTCARGR
. GCAGCAGCAC GAGCAGCAAC CGGGTAAGTA TAAACATCTIT CITITIIGCG GUGTARATAT ARATACATCT CICITICIGT
source' EMBL CGGETGGECATG GTATGGRCGE RATGAGTGAG CGARAGGGCGE CTGIGITITT ACCAARAGCHR GGGCCGCCGA AAGCAGAGEE
Position: ctg0954b 1:1570987 1572173 (- strand) CCGCGCGCGC GGIGT A AGAGAGACGA CGACGGTGCG GCCAAGCCGT TCGGTATGTC CAATATTCCT CCTCCCCCTA
Length' 1187 LACTRARCTAC TCCTAGTATA GCAGAATTAR TGTGATGAGR TGACGCATTT TATTCCTIGCT ACTTTTAGAR AATATATACH
dbxref: GFF_source:EMBL
Ll Ty v |u\_.-|||.||._'f L
caverage
B GenBank 1D Bradi2g014201 0Os01g0119000 Os0
: Reference ctg0954b_1
G oom to this feature
C .
; | Detailed Report -
C i ' i b
C
T
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£ 1G] Wheat annotation viewer

1 | 1 1 1 1 L L 1 1 1 | L 1 1 1 1 1 1 L 1 | 1 1 1 L 1 1 1 1 L |
1570k 1580k 1590k 1600k

ol @ Contig
ctgong
ol | BAC
3B_0d2_G05 4 =
SE_079_K17 ;515142-33
AH mRNA Positions 1578847 .. 1579003
Marker details 157
ctg0954b .1

Marker name : | STS142 G n p Map

Taxon : | Triticum aestivum

Marker type : | PCR
Marker origin : | amplicon

Target : | Public

Origin laboratory ;| The Institute for Genomic Research

. i
Mapped loci
Mapped loci: 2 .
Locus name Map name Taxon Linkage group|Distance Reliability / (source map name)
#sts142-38 | SumStoa_090225 |Triticum aestivum 3B 550 non_framework
#sts142-38 (Meighbour3B 080407 |Triticum aestivum 3B 58.0 non_framework

i

=1N-\)A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat3B_RPH7_ pub/ Michael Alaux 32
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£ 1G] Wheat annotation viewer

1 | 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 |
1570k 1580k 1590k 16¢

#1 A Contig
ctgahd
AE BAC
6 _0dZ_G05e
—_ X
3B_079_K1| ~ rph7_rep_0321
AEmMRNA | Positions 1565614 . 1565699
amiseP | Length 86
2 Sy Dﬁ_ﬂthus_SB_DalE_GDE-Gmplete ;
element
AHE SSR Note 2 transposon:Mariner
Reference ctg0954b 1
Zoom to this feature
JE@STS | Detailed Report

il A Repeats
b _tep_0321 rph7_rep_0322  rph7_rep_0324
Repeats po-reR o ER Tl
rph? _rep_0323
1}
rph? _rep_0325
| —

rph? _rep_n32?

@A SHP allele_tower (GnpSHP)

e L e ey ]
oy 5

G

C
A
C

i
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Wheat annotation viewer

[SNP details

Name : | Tae_1272275
Source : | GnpSNP

Internal references

Database
Wheat 38 annotation (FHB)

Reference name Referen
SNP name Tae_12)

SNP complements

SNP type :
Variation :

Linked with variations :

Linked with lines :

SNP
GT
INRA_CF_ASP__662_BT00
View list

A4
[View list

SNP sequences

5 flanker on refseq. :

>Tae_1272275-5
aacatggegctecyay

| SNP details

Name : | Tae 1272275

Source : | GnpSNP

GnpSNP

Internal references

Database
Wheat 3B annotation (FHB)

SNP name

Reference name Reference value
Tae 1272275

gegregacotegaaa
cngtgagggh
STae_1272275-3'

SNP complements

¥ flanker on refseq. : | 5acgacacagacest

Genomic context on ref. seq. :

>Tae_1272275-ge
aacatggegCrecys!
cgccatcaaggances
gegtogacgtogaaag
cngtgagggR [G/T]
tatga

SNP

il

SNP ;| SNP
 Variation : | GIT >

Linked with variations :

I

Linked with lines :

INRA CF ASP 662 BT001 -!
Wiew list

b If
Wiew list

SNP sequences

5 flanker on ref.seq. :

3 flanker on ref.seq. :

»Tae 1272275-5"
aacatggggCtcoggtacctogagtacagocatoncggtggaggagagocacgotgotgganacgotggggCongaccaceo
cgocatcaaggancongattongtocaccggagoggntgggacaaggteGongagtnotacctnggocaagcagaacgtge
gocgtogacgtogaaaggttogognogacgltogogotngogotcnaccatctooggognnantagcttanggttacatge
cngrgagygh

»>Tae 1272275-3!
gacgacacagaccgtttgtacatcogotagotgoaaaggagttcacatttboctttttgagtatatatga

>Tae 1272275-genomic context
aacatggggCtcoggtacctogagtacagocatoncggtggaggagagecacgotgotgganacgotggggCongaccaceo

@nic context on @

gocgtogacgtogaaaggttogognogacgCtogogoctngcyctcnaccatctooggognnantagcttanggttacatgd

cngtgaggglk [G/T]gacgacacagaccgtttgtacatcogoctagctgocaaaggagttcacattttoctttttgagtata
tatga

%

cgccatcaagganccngattcngtccaccggagcg@tgggacaaggtchngagtnctacctnggcaagcagaacgtg

i‘:[N?A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat3B _RPH7 pub/
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£ Wheat annotation viewer

D —
(identification ) (Distribution )

Accession number : | 748 Presence status : | Maintained

Accession name | A4 Si r eg al Available - '\’*:93 Yes

Synonyms : | - . R ; . ; - .
Distributor(s) : | UMR Génétique. Diversité et Ecophysiologie des Céréales. INRA-Clermont

subspecies : | Triticum aestivum aestivum

Pedigree : | - e ——
Biological status - | Breeding/research material q Collections )
Comment : | -

P WHEAT_TRITIPOL_COL
< Origin ) Part of : | SOFT_WHEAT CORE_COL
WHEAT_INEA_COL

s Geographical origin : Afghanistan

| Genotyping
* Donated :
Donor institution : | Unite experimentale du Magneraud. GEVES This accession has been genotyped: see A4 in GnpSNP
Donation date - | - v g o
Original number - | -
¢ Holding institution : UMR Génétique, Diversité et Ecophysiologie des Céréales. INRA-Clermont

( Evaluation datD

- Growth class | Hiver - Winter

- | Days to heading (Counted as days from sowing to 50% of panicles fully emerged) | 142,812

- Scale ofdays to heading 7 jagtacagcatconoggtggaggagagecacgoctgotgganacgetggggCongaccaceo

~ Plant height (cm) | 130,906 \gtccaccggagoggntgggacaaggtecGongagtnotacctnggocaagcagaacgtge
gnogacgltogcgcingCgotonaccatchcoggognnantagcttanggttacatgo

- Scale of plant height | 8

- Susceptibility to Puccinia recondita (Leaf rust) - Year 2001 | 0

= Susceptibility to Puccinia striiformis . sp. hordei (Yellow rust) - Year 2001 | 2 \‘tecegotagetgcaaaggagtioacatittocttitogagtatatatga Eﬁ

- Scale of 1000 kernels weight | 7 U

= Wheat awnedness | 5 jagtacagcatcnocggtggaggagagecacgetgotgganacgetggggCongaccacco

. el G e e G auccagavewedlJtocaco agc t acaa teGongagtnoctacotn caagcagaacgt
Genomic context oniref. el EE] e =) gyagogontogg oo gag o gcag gTog

gocgtcgacgtocgaaagottogoonogacyCtocgogotngcyctcnaccatctcoygconNnantagcttanggttacargd
cngtgagggl [G/T]gacgacacagaccgtttigtacatcogoctagotgcaaaggagttcacattttcctttttgagtata
tatga

IN-\)A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat3B_RPH7_ pub/ Michael Alaux 35
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£ RGl - Survey Sequence Repositor Az

International ; y ; |
[heat Genome : \ ¥ :
Sequencing W S s Wy 3 \
Consortium

5

News and Reports Organization Projects Tools and Resources General Documents

Home / Projects / IWGSC Bread Wheat Projects / Projects by chromosome / Chromosome 38

) Chromosome 3B survey sequence
FrOjECtS Chromosome 3B Project Leader: Feuillet Catherine

*WGSC Bread Wheat

Pro'%c.ts . Available data Targeted chromosomes
» Physical mapping

» Sequending Access data for chromosome 3B at URGI Sequences Repository
» Projects by chromosome

»Chromosome 1A

»Chromosome 24 .
Projects
*Chromosome 34
»Chromosome 44 3B ghgsical map 3B

Click on a chromosome fo access associated data (when available) at URGI Sequences Repository.
*Chromosome Project Leader: Feuillet Catherine

The 3B physical map has been constructed in two steps:The first map was obtained after
. 68'000 clones and assembling 56,952 high guality BAC fingerprints into contigs using the .
»Chromosome 74 al., Science, 2008). The fin... Project team

*Chromosome 1B

»Chromosome GA

First name Last name Email Institution Country
»Chromosome 28

Frederic Choulet frederic.choulet@clermont.inra.fr INRA GDEC France

*Chromosome 3B :
»Chromosome 48 Sequencmg chromosome 3B Etienne Paux etienne_paux@sancy.clermont.inra fr INRA GDEC France

Project Leader: Feuillet Catherine

OMmose 5 i Phili Ls [ _cl tLinra.fr INRA GDEC F
el The objectives of 3BSEQ are to: Sequence and annotate the whole chromosome 38 Undd 0" e eroy@sancy.clermont.inra. fr rance
»Chromosome 6B dynamics through comparative analyses with the other cereal genomes available Functior] Patrick Wincker pwincker@genoscope cns fr Genoscope France
»Chromosome 78 gene space by establishing a... Michael Alaux michael alaux@versailles inra fr INRA URGI France
*Chromosome 10 Hadi Q Hadi.Quesneville@versailles.inra.fr INRA URGI France
»Chromosome 20 _

»Chromosome 3D Chromosome 3B survey sequence »

*Chromosome 4D Project Leader: Feuillet Catherine Proj

Ty e S : ) ! : roject collaborators

»Chromosome 50 In the framework of the 3BSEQ project, a 50x sequence is under production using llumina d

R _ reads) with paired end reads of 600bp on flow-sorted 3B chromosome . The reads will be | | First name Last name Email Institution Country

Chromosome 6D mapped against the scaffolds... 7

»Chromosome 7D Jaroslav Dolezel dolezel@ueb cas.cz IEB Olomouc Czech Republic
» WGSC Ae. tauschii Projects Chromosome 3 sequence

»Positions available

http://urgi.versailles.inra.fr/index.php/urgi/Species/\Wheat/Sequence-Repository

%%%%? IN'\)A Michael Alaux 36
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ELf\Gl Wheat dataflow overview at

Species

,,,,,,,,

Wheat Portal ?'
http://urgi.versailles.inra.fr
/Species/\Wheat

New portal currently in
development

X

¢ Results

Google-like

1BL 3B coversge) 3B (82% coverage)
: \
. Wheat physical map - |
e ..‘\_llie‘vnvler - 1T i ............ A? .::%
E — GBrowse ;L N
v

Wheat annotation
viewer
GBrowse

YETE]
B Quicksearch m l

T

~Taxon card

[J : JWH at \?“ ryey“;“

© sequenc ‘
‘ r pos]itort/ |
. . . Blast

' - Download

Tl

ael Alaux

URGI

Marker: WMC430

sty

= Genetic maps,
Markers, QTLs
mm‘. T = anlg e L-m-uinw-

““Genetic resources -
- GnplS

37
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Perspectives

Michael Alaux
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£ Gl syrvey Sequence Repository 1

? o5 - -~ | ast survey sequence assemblies
e = o will be available in few weeks.

I é FAQ will be added to help the
I people to perform their Blast
s analysis.

http://urgi.versailles.inra.fr/Species/Wheat/Sequence-Repository
Michael Alaux 39
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£ \’Gl Wheat physical map viewer v4

Chromosomes :

1AS * 1BL 3B (99% coverage) 3B (82% coverage) 3DS *

* - Registred access

Browser | Select Tracks Custom Tracks Preferences

m Search
Landmark or Region:

[ctg6-1.381,601
Data Source

Search |

|Wheat physical map viewer v4.0 E ScrolliZoom: Show 381.6 kbp ﬂ Flip
Examples :
For 3B (82% )
coverage) . 10" ctg1-1.500000  ctg954 Xgwm264-38  3B_039_H02
For 3B (99%
coverage) - ctgb TaaCsp3BFhA_0100L17 Xwmc430-3B Xgwm264-3B
For1BL: cig2622
[ Overview s N . . N 0 .
o 0.1 .2M .an 0.5M 0.6t 0.aM .50 1 A L. 1.3M 1.aM
Region . . . . . . . . A - . .
E o 0.1 .2M .an 0.5M 0.6 0.aM .50 1 1TAn G 1.2 1.3M 140
i | P
Details ctg6: 1.145 Hbp 100 kbp, |
on odn otn o
* B S F H | Contig 3B (99%)
ctgs

+ B E E H H belongs to the Bin 3B (99%)
SESE-0.78-0.57

* B EEEHHE Markers3B (99%)

+ BEEEHEBACS 3B (99%)
TaaCsp3EFhA_0101l21
[

Ta#532672635-36
o

Humcd30-36

-

Ta#326029107-38
o

SSpuT7E7-36

L]

TaaCsp3BFhA_0101)20
L

TaaCsp3BFhA_00S1L08

TaaCsp3BFhA_0144012 TaaCsp3EFhA_0163M03
1L 11

[
TaaCsp3BFhA_0067ELd TaaCsp3BFhA_0242623
[ 1 [

TaaCsp3BFhA_D07OF11 TaaCsp3BFhA_0Z70RLd
L 1 L

TaaCsp3BFhA_D037k10 TaaCsp3EFhA_0345P13
L 1L

TaaCsp3BFhA_00Z3A1d TaaCsp3BFhA_0133P18
L

1L
TaaCsp3BFhA_o0d0I22 TaaCsp3BFhA_0165J19
[ [




2}3’\‘3' Wheat annotation viewer v2

= Use GBrowse 2: faster and smoother interface

Wheat annotation viewer v2.0: 4.999 kbp from ctg0954b.1:1,792,156..1,797,155

ctg0005b.1 ctg0011b.1 ctg0079b.1 ctg0091b.1 ctg0382b.1 ctg0464b.1 ctg0528b.1 ctg0616b.1 ctg0661b.1

ctg0954b.1 ctg1030b.1 ¢tg1035b.1
TaaCsp3BFhA 0100L17.1

Browser | Select Tracks Custom Tracks Preferences
E Search

Landmark or Region:
C1g0954b.1:1,792,156..1,797,1% Search
Examples: TAA citg0954b.00250.1, Xsts80-3B, cigD rep 0033, Tae 1272250, cip5001, pgdin2F1-ex3R1,
cfb6001, QTL FHB SumStoa BLW 3B.
Data Source
-« I : 2 2> i
Wheat annotation viewer v2.0 v ScrolliZoom: Show 5 kbp Flip
B Overview H
ctgBo54b, 1 . ; . .
o 1 | 2 3
Region : . . . . ‘ . . — o — . . . . . . . .
E 1700k 1710k i7zok  L73ok  17dok 1730k 7m0k Ly7ok  i7Gok 470K SOk lsiok  lazok  lg3ok  Ladok 180k lsgok 1870k 18HOK  1830K
Details b
1kbp,
iz i i 175k i i

% B 3§ EH | Contig

* EEEEH @ mRNA

*BEBEHBESSR

CFbELL7-cFhEL7 cFbELE
* BEBEHB SNP _ _
H'_gaS—mtidel (_'Hga3—1nt3—SNP1 H'_)gaSEx5SNP H'_gaSEdeel
Hgaa-intd-SHPL
*EEEEHE STS
#eteg2-36
+ B 3 61/ H B Repeats (Repeats Unit or Repeat Regions)

« 3B automatic annotations (Triannot pipeline) soon available

Michael Alaux 41
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£ RGINew Wheat Portal in development

May 19th 2009
New poplar genehc maps Available i in
Sequence survey GnpMap (i to Poplar

(INRA Evry, Orleans), Collab V. Jorge and
- ~ for interoperability Gnpintegr project

=
:& \,\ \ Physical maps |

\ May 19th 2009
k ( “ Annotations 6 new grape genetlc maps : Available i in

to Grape
collab N. Choisne & AA. Blondon for

— \\ Deletion bins GrapeSeq and interoperability proj

May 19th 2009
VVIF52 | suBMIT | | SeEcumre New tools list : The new softwares list

presents analysis tools on our public and
YYou can found the indexed databases list here | sSecure servers

Examples : VVI*, VVIF52, gene, arabidopsis, / QTL
AY109603, Xcfe107-38 J

Mark May 15th 2009

\ / e URGI activity : The GnplS databases

surveys sent to INRA DSPPV (Direction

SNP Scientifique Plantes et Produits du
Végétal)

May 15th 2009
GnpGenome : The poplar genome
Genetic resources release 1, developed in the framework
of ANR GnpinteGR and interoperability
projects, is available on our secure
server, collab |. Bourgait & V. Jorge
(INRA Orléans), P. Faivre-Rampant
(INRA Evry) for ANR GnplnteGR and
interoperability projects

‘ EMED!I é P! !El !C QTIQN§ m- Training sessions on URGI's tools

/7 EST

>EST
June 30th 2009 May 19th and 29 2009 > SNP
mﬁm eonmmee 2 Thg nex_t steen'ng committee for Training to LabKey software : Doriane company > REPET *New*
Siregal and Ephesis projects is organized at URGI organize a training to LabKey software, opened to - GMOD
. Siregal, Ephesis and CRB users.

‘ June 16th 2009 : ................................................................... ‘
Sireqal project CSU : The next CSU (Comité May 12th 2009 I
Scientftque des Uﬁlis_nﬁeus) for Siregal project is Ephesis project CSU : The next CSU for Ephesis |
organized at INRA Avignon center | project is organized. ‘
June 2nd 2009

URGI platform CSU : The next CSU (Comité
e vone [ ore -
Ivry-sur-Seine. URGI will present to users (at least

oone person per species, thematic and main project in
collaboration) the platform activity and its projects
report..




ZP%D\Gl Take-Home Message

/Survey Sequence Repository \

http://urqgi.versailles.inra.fr/Species/Wheat/Sequence-Repository

Ask an account
http://www.wheatgenome.org/Tools-and-Resources

New dedicated wheat portal in development at URGI

(& J

Contact me at michael.alaux@versailles.inra.fr

S INA Michael Alaux 43
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Questions

KSurvey Sequence Repository \

http://urgi.versailles.inra.fr/Species/\Wheat/Sequence-Repository

Ask an account
http://www.wheatgenome.org/Tools-and-Resources

New dedicated wheat portal in development at URGI

Contact me at michael.alaux@versailles.inra.fr




