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G2 erroneously appears as an 
ortholog of its duplicated paralog g1.
Thus, the entire region must be used to determine origins 
and hence nomenclature. => conserved syntenies
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Teleosts can adjust 
to background color
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Zhang et al. (2010) PNAS 107: 
20164–20171

Zhang found a novel 
agouti-related gene 
agrp2 necessary for 
background adaptation
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Tetrapods have 2 agouti 
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Check shared 
syntenies

Tetrapods have 2 agouti 
related genes
Teleosts have 4
Tree suggests nomenclature 
problems
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Catchen 2009 Genome Research19:1497-505
http://teleost.cs.uoregon.edu/synteny_db/

agrp2 neighborhood does not share syntenies 
with teleost agrp1 or with tetrapod Agrp

Braasch (2011) Proc Natl Acad Sci 108:E47-8. 
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