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Thus, the entire region must be used to determine origins

and hence nomenclature. .
=> conserved syntenies
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Genome duplication

Gene losses: Ohnologs gone missing
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Solutions
Trees + conserved syntenies

Teleosts can adjust
to background color

Background

Zhang found a novel
agouti-related gene
agrp2 necessary for
background adaptation

Zhang et al. (2010) PNAS 107:

Background

they imply that this is a novel function that arose in teleosts
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agrp2 neighborhood does not share syntenies  Check shared
with teleost agrp? or with tetrapod Agrp syntenies
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Hypothesis 1 Nomenclature
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