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An important fisheries and aquaculture An important fisheries and aquaculture 
species in Northwest Mexicospecies in Northwest Mexico

Large adductor muscle size and Large adductor muscle size and 
high economic value high economic value 

Triploids present 95% sterility Triploids present 95% sterility 

Maeda y Lodeiros (Eds) 2011. LIMUSA
Petersen et al. 2010. Mar.Biol.

Maldonado-Amparo et al. 2004.  Aquaculture



It’s a functional hermaphrodite: Produces simultaneously both, 
sperm and oocytes, in the same ovotestis or gonad sac

testisovary



October 2010:  Transcriptomic information available for the BIVALVIA class
(202,852 total EST’s; NCBI dbEST)



Illumina HiSeq2000 (1 exp), GAIIx

454‐FLX: Illumina GAIIx

454‐FLX; SOLiD; GA 
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In order to isolate genes up/down regulated during In order to isolate genes up/down regulated during 
spermatogenesisspermatogenesis

(meiosis, cell cycle control, and gamete development),(meiosis, cell cycle control, and gamete development),
we obtained we obtained two libraries two libraries from the lionfrom the lion--paw scallop after paw scallop after 

reciprocally subtracting                                      reciprocally subtracting                                      
maturing testis maturing testis vsvs. . inactive gonadinactive gonad

Reciprocal SSH libraries



Lukyanov et al. 2007; Diatchenko et al. 1996





More details in the poster session



Phred:  Ewing & Green (1988). Genome Research 8: 186-194.   SnoWhite: Barker et al (2010) Evolutionary Bioinformatics 6: 143-149.      
iAssembler:  Fei Lab (Boyce Thompson Institute for Plant Research).   Blast2GO:  Conesa et al (2003) Bioinformatics 21: 3674-3676.
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RsaI restriction site: 5’..GT^AC..3’



Blast2go

MATURE MALE GONAD   
(No. of contigs: 9,783)

INACTIVE GONAD 
(No. of contigs: 4,689)

28% Blast hits for Patinopecten yessoensis (454-Roche full-plate).  Hou et al. 2011
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MEIOSIS ‐ CELL CYCLE GENES

ls27 / Speedy protein 1‐B

cdc25‐like protein phosphatase twine

cyclin b1 interacting protein 1

horma domain‐containing protein 1

cell cycle checkpoint protein rad1‐like

meiotic recombination protein dmc1 lim15 
homolog

fk506 binding protein 4

dna replication licensing factors mcm4
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MATURE MALE INACTIVE GONAD
ropporin‐1‐like protein heat shock protein 70

outer dense fiber of sperm tails 3‐like 2 heat shock protein 70 b2

kelch‐like 10 dnaj‐class molecular 
chaperone

e3 ubiquitin‐protein ligase ccnb1ip1‐like cyclin i

nucleoside diphosphate kinase homolog 5‐
like

baculoviral iap repeat‐
containing protein 2

sperm associated antigen 16

testis‐specific serine kinase 3

h1 histone member oocyte‐specific‐like

heat shock protein 40

synaptonemal complex protein 3
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MATURE MALE INACTIVE GONAD
son dna binding isoform cra_g heat shock protein 70

nucleoside diphosphate kinase homolog 
5‐like baculoviral iap repeat containing 2

tnf receptor‐associated factor 6

ubiquitin c

bag family molecular chaperone 
regulator 3
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