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Diseqase tolerance [Mercenaria mercenarid]
Environmental response [Ruditapes philippinarum]

Epigenenetics [Crassostrea gigas]
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Environmental stress

Ocean acidification and clam larvae
Ruditapes philippinarum
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Ocean acidification and clam larvae
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Ocean acidification and clam larvae
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Ocean acidification and clam larvae
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Ocean acidification and clam larvae
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Epigenetics
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Epigenetics - directions

Are epigenetic marks independent of
genetics markse

What role do epigenetic marks play in
commercially important traifse

High resolution mapping efforts
Coupling Bisulfite Sequencing with MBD
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Summary

Limited, ultra-short read sequencing can
efficiently provide relevant biological
InNformation and genomic resources.

Availablility of shared transcriptomic and
genomic sequences will facilitate increased

appP

tecr

ication of short-read sequencing
nology to iImprove agquaculture

production.
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